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Conclusion

Numerous resistance genes circulating among Enterococcus and Staphylococcus spp. were detected by this array
allowing to screen a large collection of strains In a limited time. Accumulation of genes conferring a same
phenotypic resistance in a single isolate was observed repeatedly. Genes conferring resistance to critical antibiotics
(linezolid and vancomycin) were detected by this array. The complexity of AMR, particularly the cross-resistance
phenomenon, encourages to monitor all putative main AMR sources at the genetic level and consider them as a
“One-Health” AMR pool.

identifying antimicrobial resistance (AMR) genes and determining ResUlts
their occurrence in Gram-positive bacteria provide useful data to
understand how resistance can be acquired and maintained In these
bacteria, and thereby assist in the establishment of tailor-made
guidelines for the appropriate use of antimicrobials. Here we .
. . . respectively.

describe a home-made flexible bead array targeting AMR genes of — —
Gram-positive bacteria and allowing their rapid detection all at once classes Macrolides — Lincosamides  Pleuromutilins — Streptogramins - jgjnes  Phenicols

In this collection, 27 out of the 41 targeted AMR genes were detected by
this array (In green) and associated with the resistance phenotypes In
93.0% and 89.2% of phenotypes In enterococci and staphylococcl,
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J The studied Isolates frequently carried two or more resistance genes
C Ligase Chain Reaction (LCR) conferring the same resistance phenotype, and sometimes genes from the
2 . ) same family.
£ gm ;3 Linezolid resistance
« LZD is not used In veterinary medicine.
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animals in 2019-2020 in Belgium.
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the use of other AB than LZD since optrA and

$ STEP 4: Hybridization poxtA were described to confer resistance to
mOoptrA mpoxtA moptrA and poxtA ihioti ' '
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Vancomycin resistance
Luminex® bead array 2 Rarely observed through the Belgian AMR random monitoring, vancomycin
resistance was however another point of interest of this study. vanA was
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